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Land Repository Datasets Q3 2020 Datasets Q4 2020 Increase
HumanDisease 15,146 16,290 1144
Diseaseland Mous_eDisease 12,698 14,563 1865
RatDisease 3948 5480 1532
LINCS 28,234 28,234
OncoGEO 6364 7379 1015
OncoMouse 501 933 432
OncoLand TCGA _ 4789 4789
MetastaticCancer 81 81
Hematology 1512 2511 999
Pediatrics 444 444
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Expression Analysis - CDDO vs DMSO genes - ®

Summary  Graphical Summary  Canonical Pathways  Upstream Analysis  Diseases & Functions  Regulator Effects  Networks  Lists  MyPathways  Molecules  Analysis Match

Evaluate Metadata View As Heatmap View Comparison Customize Table | O B 2-sc...| 196 8.57 (1/53) w
AnalysisMa... 7 Project T * compari.. T X compari.. T % sample.. ™ X weblink T % CP(z-se.. T % UR(sc.. T % CN(zse. ¥ % DE(zsc. T X ¢ zsc. T X CPpva. T X UR(pva. T X CN(p-v.. T X DE(p-val. T ¥ pvalue.. T X
114- head and ne TCGA Other Comparis... NFE2L2_Somatic.. RnaSeq_Transcr.. https://cancergen 28.40 50.00 19.60 1.46E-07 2.24E-31 2.89E-02 19.51
56- cervical squam TCGA Other Comparis.. ATR_Somatic_M.. RnaSeg_Transcr.. httpsi/cancergen 3 46,77 1947 2.29E-11 2E-32 2.89E-02 2194
160- lung squamao TCGA Other Compari: KEAP1_Somatic_.. RnaSeqg_Transcr.. https://cancergen 3 46,77 19.47 1.41E-07 3.38E-27 16.66
6- emphysema [lur MouseDisease Treatment vs. C... SubjectTreatme RnaSeq_Transcr... https://www.ncbi. 28.40 43.30 17.92 4.65E-05 347E-21 1240
1- normal control MouseDisease Treatment vs. C... SubjectTreatme.. RnaSeq_Transcr.. hitps:/www ncbi. 35.36 3430 174 3.46E-01 11E-12 3.04E-08 9.97
122- bladder carci TCGA Other Comparis... NFE2L2_Somatic.. RnaSeq_Transcr.. hitps://cancergen 28.40 38.19 16.65 8.46E-07 1.74E-16 10.92
140- head and ne TCGA Other Comparis... KEAP1_Somatic_.. RnaSeq_Transcr.. hitps://cancergen 28.40 36.80 1630 3.81E-07 1.24E-13 3.21E-02 10.41
37- papillary renal TCGA Other Comparis.. CBLB Somatic_M... RnaSeq_Transcr... https://cancergen 28.40 33.85 15.56 7.44E-10 12212 3.26E-03 1176
69- small intestine OncoGEC Treatment vs. C... Treatment:Treat.. RnaSeq_Transcr.. https://www.nebi. 25.00 34.30 14.82 3.11E-02 2.08E-05 3.04E-08 6.85
46- small intestine OncoGEC Treatment vs, C... Treatment:Treat.. RnaSeq_Transcr.. https:i//www.ncbi, 3 27.00 14.53 1.75E-06 5.11E-06 5.52
42- head and ned TCGA Other Comparis... HGF_Somatic_M... RnaSeg_Transcr... https:/cancergen 2540 32.27 1442 3.32E-04 1.35E-08 6.17
44- normal contro MouseDisease Tissuel vs, Tissu... Tissue == small ... RnaSeq_Transcr.. https:/trace.ncbi. 22.82 34.30 14.28 2.09E-04 6.56E-08 543
162- small intestin OncoGEQ Treatment vs. C... TreatmentTreat.. RnaSeq_Transcr.. hitps:/www ncbi. 28.40 2170 14.02 3.77E-05 6.79E-11 7.30
15- neurodegener MouseDisease Other Comparis.. Genotype => TB... RnaSeq_Transcr... https://www.ncbi. 28.40 25.00 13.35 3.81E-07 5.98E-05 9.04E-02 5.84
29- bile duct canc TCGA Other Comparis... DOT1L_Somatic RnaSeq_Transcr... https://cancergen 25.40 27.00 13.10 1.56E-07 1.67E-08 729
24- systemic lupus HumanDisease CellType1 vs. Cel... DiseaseState:Cel... RnaSeq_Transcr... https://www.nebi. 10.37 42.01 13.09 3.31E-06 3.67E-12 846
3- normal control OncoGEC Treatment vs. C... Transfection =>... RnaSeq_Transcr... http://fwww.nebi.r 28.40 22.82 12.80 5.15E-05 5.89E-04 3.76
21- hepatocellular HumanDisease Treatment1 vs, T.. ExperimentGrou.. RnaSeq_Transcr.. https://www.ncbi, 51.03 12,76 112E-05 3.5E-33 2.89E-02 1947
3- normal control MouseDisease Treatment vs. C... PreTreatment: RnaSeq_Transcr... https://www.ncbi. 2540 25.00 12.60 7.85E-04 5.98E-05 3.66
21-normal contro MouseDisease Treatment1 vs. T... CellDescription: RnaSeq_Transcr... https://www.ncbi. 25.40 25.00 12.60 7.85E-04 5.98E-05 3.66
2- normal control MouseDisease Treatment vs. C... DiseaseState:Tre... RnaSeq_Transcr.. hitps://www.nebi. 25.40 25.00 12.60 7.85E-04 5.98E-05 1.1E-02 464
133- lung squama TCGA Other Comparis.. NFE2L2_Somatic.. RnaSeq Transcr.. hitps:/fcancergen 25.40 24.06 12.36 1,28E-05 3.48E-23 13.68
3- normal control MouseDisease Other Comparis... CellDescription: RnaSeq_Transcr... hitps://www.ncbi. 48.51 1213 841E-03 3.89E-14 774
10- colon cancer [ OncoGEC Treatment vs. C... Transfection =>... RnaSeq_Transcr... https://www.nebi. 25.40 22.82 12.06 5.24E-04 5.89E-04 3.26
17- Alzheimer's di: MouseDisease Other Comparis.. Tissue:Genotyp.. RnaSeg_Transcr.. httpsi//www.ncbi, 2540 22,82 12.06 1.48E-03 8.01E-05 4,12E-05 5.66
16- normal contro MouseDisease Tissuel vs, Tissu... Tissue == jejun.. RnaSeq_Transcr.. hitp://www.ebiac 13.69 3430 12.00 4.01E-04 1.16E-05 417
98- nonalcoholic f MouseDisease Treatment1vs. T.. Genotype:Sampl... RnaSeq_Transcr.. hitps://www.ncbi. 3 16.67 11.94 2.,12E-01 3.31E-06 5.98E-05 5.19
126- small intestin OncoGEQ Treatment vs. C... Treatment => b.. RnaSeq_Transcr.. https:/fwww.ncbi. 28.40 19.29 11.92 5.68E-05 5.11E-08 7.54E-02 533
21-normal contro MouseDisease Other Comparis... Age[months:Ge.. RnaSeq_Transcr.. http://www.nebi.r 25.40 21.82 11.81 6.84E-02 1.21E-04 4.57E-15 el
1- acute myeloid I HumanDisease  CellType? vs. Cel... Celllype => mo... RnaSeq Transcr... hitps://www.ncbi. 1270 3430 1175 7.85E-04 9.51E-07 456
11-normal contro MouseDisease Treatment? vs. T.. Genotype:Sampl... RnaSeq_Transcr... hitps://www.ncbi. 26.94 19.29 11.56 4.61E-02 6.45E-09 5.11E-06 2.58E-02 820
1- familial dysautc HumanDisease Other Comparis... DiseaseStage = RnaSeq_Transcr... hitps://www.nebi. 25.40 2041 1145 244804 4.76E-03 297
20- hepatocellular HumanDisease Treatment1 vs, T.. ExperimentGrou.. RnaSeq_Transcr.. https://www.ncbi, 45.64 1141 2.08E-04 1.86E-24 1371
13- normal contro MouseDisease Other Comparis... SampleMaterial... RnaSeg_Transcr... https://www.ncbi. 4537 11.34 6.6E-02 4,95E-01 T.O7E-11 5.82
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Significant metadata in 29 selected analyses (CDDO vs DMSQO) - 0o X

Customize Table  EE3 29 repository analyses selected

Metadata field T % Significant term T X p-value T % Selected analyses wit.. ¥ * Total analyses witht.. ¥ * Selected analyseswit.. ¥ * Total analyses witha... T *
platformname MGS.umina HiSeq2500 3.81E-08 11 2951 29 62813
control.diseasestate experimental autoimmune e... 2.79E-05 2 17 29 62813
case.diseasestate experimental autoimmune ... 9.49E-05 2 3 29 62813
platformname MNGS.umina HiSeq2000 1.92E-04 12 244 29 62813
case.dosage CTLA4-Ig 7.5 ug/ml;anti-CD3 ... 2.83E-04 1 1 11 33206
control.dosage anti-CD3 2 ug/ml:anti-CD28 ... 2.83E-04 1 1 11 33206
case.cellline A27B0 2.93E-04 1 2 1 27286
case.celltype anergic CD4= T cell 3.25E-04 1 1 13 40007
case.treatmentstatus low carbohydrate diet 4. 14E-04 1 1 1 24138
case.diseasestate atypical deletion Williams sy... 4.62E-04 1 1 29 62813
comparisoncontrast Treatment:TreatTime[hours] ... 4.62E-04 1 1 29 62813
Selected 0/ 143
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Dataset and Analysis Search - O X
human AND asthma NOT albuterol Search @
Examples: liver, "mouse OR rat”, "HeLa NOT 373", "p?3", "ovar*"

Search Results

Found 486 results in 91ms for query [human AND asthma NOT albuterol] § OmicSoft > DiseaseLand > HumanDisease > Analyses
Folder Types 2- paucigranulocytic asthma [sputum] NA 6186
@ dataset (247
® analysis (239) Case/Control Differences
Projects
@ HumanDisease (484 Key Case Control
N diseasestate | paucigranulocytic asthma | eosinophilic asthma
Add to Comparison Crea... 2020/... - 2020/... (1/25) v
| Folder Name Folder Type T Creation Date Folder Id Comparison Context
paucigranulocytic asthma [sputum] NA 6186 analysis 9125456
1- neutrophilic asthma [sputum] NA 6185 analysis 2020/10/0119:06:52 9136692 comparisor y Di 1vs. Di 2
1- asthma [sputum] NA 9627 analysis 2020/10/10 01:32:57 9198174 compari contrast Di =3 i | i hma vs il hilic hi
4- asthma [peripheral blood] LpA 5825 analysis 2020/09/30 15:42:41 9117256 organism human
1- asthma [l i ithelium] T ion_HRV-infected 2473 analysis 2020/10/10 01:58:39 9198361 platformname Illlumina.HumanRef-8_V2_0_R1_11223162_A
5- asthma [nasal epithelium] NA 15079 analysis 2020/09/30 11:42:30 9113984 tissue sputum
1- asthma [nasal epithelium] NA 15075 analysis 2020/10/10 01:40:42 9198223 treatment NA
1- asthma [airway smooth muscle] FBS 8445 analysis 2020/10/10 02:00:25 9198375
1- asthma [tracheal epithelium] Infection_rhinovirus 14079 analysis 2020/10/10 01:50:57 9198301
’ o 3 z s All Experiment Metadata
1- asthma [I helium] Ti HRV-infected 2471 analysis 2020/10/10 01:43:46 9198245
8- asthma [nasal epithelium] NA 15082 analysis 2020/10/07 15:21:00 9169417 case. di s i 1 i h
11- asthma [peripheral blood] NA 1737 analysis 2020/10/0112:57:29 9133210 case.dosage[ay] ’
12-'asthma [peripheral blood] NA 1738 anslyale 2020/10/01.11.28:35 2132200 case.sampleids GSM1096958;GSM1096959;GSM1096960;GSM1096961;GSM1096962;GSM1096963;¢
1- allergic asthma [bronchial epithelium] NA 5879 analysis 2020/10/10 02:08:26 9198427 case. | ce
1- asthma [sputum] NA 6004 analysis 2020/10/10 01:51:40 9198307 case.samplingtime[dpi]
1- asthma [airway epithelium] NA 2957 analysis 2020/10/10 01:48:13 9198275 case.samplingtime[hours] .
1- asthma [bronchial epithelium) NA 6387 analysis 2020/10/10 01:44:25 9198251 case.samplingtime[hpi]
1- asthma [lung] NA 2658 analysis 2020/10/10 01:42:13 9198232 case.tissue sputum
1- asthma [peripheral blood] NA 5286 analysis 2020/10/10 01:39:23 9198213 case.treatment NA
2- asthma [peripheral blood] NA 5287 analysis 2020/10/08 23:44:00 9185304 case.treattime[days]

case.treattime[hours]
case.treattime[minutes]

collection ImmunoHuman
compari Y Di 1vs. Di 2
1 b

comparisoncontrast Di => i i hma vs i hilic

Selected 0 / 46676
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r Settings/Legend
Filter (7]

Measurement: Activation z-score  ~8499 | | W 7.c65

Sort Method: | Hierarchical Clustering ™ | Visualize: | z-score v

Insignificance Threshold: (absolute value) Apply Clear
Faty
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Activity Plot - Epithelial-mesenchymal transition [EMT]

R Case/Control Differences
4038 Analyses for Epithelial-mesenchymal transition [EMT] Key case |Control
275 . treatment | erlotinib | DMSO
250
Comparison Context
225
celitype epithelial cell
§ 20.0 comparisoncategory Treatment vs. Control
| . Treatment: Transfection => vector
a 175 comparisoncontrast ¢onyrol -5 erlotinib vs DMSO
= diseasestate lung adenocarcinoma (LUAD)
:?n 780 ° organism human
; 125 platformname NGS.lllumina.HiSeq2000
S . tissue lung
E 10.0 o, transfection vector control
7
75 .
All Experiment Metadata
0 case.celltype epithelial cell
25 case.di ate lung cinoma (LUAD)
case.sampleids GSM1595853;GSM1595854;GSM1
0.0 o5 a5 50 case.samplesource  epithelial cell
case.tissue lung
Evaluate Metadata Customize Table = E# Z-score -4.127 - -2.260 (p1of2) [ More Info
Analysis Name T Project T X p.value T « Z-score T case.diseasestate T X casetissue ¥ X case.treatment T X comparis... T ¥
23535- prostate adenocarcinoma LINCS 8.01E-04 -4.127 prostate adenocarcinoma (PRAD) prostate KIN001-043 GSE70138.GPL20
9- ovarian serous carcinoma [ovar OncoGEQ 3.21E-03 -3.981 ovarian serous carcinoma ovary NA GSE17260.GPL64
3- normal control [liver] NA 11572 HumanDisease 2.35E-06 -3.763 normal control liver NA GSE72068.GPL10
1- amyotrophic lateral sclerosis (A HumanDisease 7.23E-05 -3.637 amyotrophic lateral sclerosis (ALS) skin NA GSE87273.GPL18
21369- normal control [kidney] BI: LINCS 1.07E-05 -3.633 normal control kidney BI2536 GSE70138.GPL20
11- esophageal carcinoma (ESCA) OncoGEQ 1.1E-04 -3.619 esophageal carcinoma (ESCA) esophagus deoxycholic acid GSE13376.GPL57
3- psoriasis [epidermis] NA 7363 MouseDisease 5.44E-06 psoriasis epidermis NA GSE59384.GPL6
OncoGEOQ 5.41E-05 lung adenocarcinoma (L! lung erlotinib
3- ovarian cancer [ovary] DMSO 3 OncoGEQ 5.25E-06 ovarian cancer ovary DMSO GSE53603.GPL5:
1- colon cancer [colon] NA 1074  OncoGEO 3.56E-11 colon cancer colon NA GSE34053.GPL5}
2- colon cancer [colon] NA 1075 OncoGEQ 3.69E-11 colon cancer colon NA GSE34053.GPL5}
4- normal control [embryo] differe HumanDisease 7.30E-05 normal control embryo differentiation medium GSE56796.GPL11

Selected 1/ 297
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b_) Select land LINCS B37 v Find gene GSE70138.GPL20573.L Q, Search Fold Change vs. PValue v O = Menu
Y Custom ¥ +5 Add Filter X Chart Setting = ¥  Grouping DiseaseCategory Trellis  No Trellis Download
~ Apply

GSE70138 - Treatment => KIN001-043 vs DMSO

Gene Pathway
Search... L]
GenelD v
150~
GeneName v
GeneDescription A
v
EntrezID v i %
>
% 100- u
g
o
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